Amendments to the Claims: 



This listing of claims will replace all prior versions, and listings, of claims in this 
application: 

Listing of Claims: 

Claim 1. (currently amended) A method of producing a transgenic solanaceous plant which 
harbours within the genome of the plant a chimaeric gene, the expression of which gene causes 
plant cytotoxicity at a target site, wherein a plant is transformed with a chimaeric gene 
comprising a promoter, which promoter is induced at and/or adjacent to a target site, operably 
linked to a coding sequence, which coding sequence encodes a maize type 3 ribosbme 
inactivating protein or a part thereof. 

Claim 2. (withdrawn) A method of producing a transgenic plant according to claim 1, wherein 
the coding sequence of said maize ribosome inactivating protein comprises a pro-maize ribosome 
inactivating protein comprising the N-terminal, the a domain, the central spacer peptide, the (3 
domain and the C-terminal peptide. 

Claim 3. (currently amended) A method of producing a transgenic plant according to claim 1, 
wherein the coding sequence of said maize type 3 ribosome inactivating protein comprises a 
recombinant mature RIP comprising an a domain and a p domain arranged contiguously. 

Claim 4. (withdrawn) A method of producing a transgenic plant according to claim 1, wherein 
the coding sequence of said maize ribosome inactivating protein comprises a recombinant RIP 
comprising as the active part the a domain only of a maize ribosome inactivating protein. 
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Claim 5. (withdrawn) A method of producing a transformed plant according to claim 1, wherein 
the coding sequence of said ribosome inactivating protein comprises as the active part a 
recombinant RIP comprising the p domain only of a maize ribosome inactivating protein. 

Claim 6. (withdrawn) A method of producing a transformed plant according to claim 1 or 2, 
wherein said coding sequence comprises the coding sequence identified as SEQ. ID. No.: 1, or a 
coding sequence which is homologous thereto. 

Claim 7. (currently amended) A method of producing a transformed plant according to claim 1 er 
3-, wherein said coding sequence comprises consists of the sequence identified in SEQ. ID. No.: 2 
or a coding sequence which is homologous thereto. 

Claim 8. (withdrawn) A method of producing a transformed plant according to claim 4, wherein 
said coding sequence comprises the sequence identified in SEQ. ID. No.: 3 or a coding sequence 
homologous thereto. 

Claim 9. (withdrawn) A method of producing a transformed plant according to claim 5, wherein 
said coding sequence comprises the sequence identified in SEQ. ID. No.: 4 or a coding sequence 
homologous thereto. 

Claim 10. (currently amended) A method of producing a transformed plant according to claim ^ 
7, 8 or 9, wherein said homologous coding sequence has at least 70% homology with SEQ. ID. 
No.: 1; ^ SEQ. ID. No. : 2 ; SEQ. ID. No.: 3; or SEQ. ID. No.: 1; respectively after hybridizing 
under high stringency conditions with complement of SEP. ID No.: 2 and wherein said maize 
type 3 ribosome inactivating protein has catalytic activity. 

Claim 11. (currently amended) A method of producing a transformed plant according to claim 4-0 
7, wherein said homologous coding sequence has at least 80% homology with SEQ. ID. No.: 1 ; 
SEQ. ID. No.: 2 ; SEQ. ID. No.: 3; or SEQ. ID. No.: 1; respectiv e ly after hybridizing under high 
stringency conditions with complement of SEP. ID No.: 2 and wherein said maize type 3 
ribosome inactivating protein has catalytic activity. 
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Claim 12. (currently amended) A method of producing a transformed plant according to claim 4-0 
or 11 7, wherein said homologous coding sequence has at least 85% homology with SEQ. ID. 
No.: 1; SEQ. ID. No.: 2 ; SEQ. ID. No.: 3; or SEQ. ID. No.: 1; respectively after hybridizing 
under high stringency conditions with complement of SEQ. ID No.: 2 and wherein said maize 
type 3 ribosome inactivating protein has catalytic activity. 

Claim 13. (currently amended) A method of producing a transformed plant according to claim 
10, 11 or 12 7, wherein said homologous coding sequence has at least 90% homology with SEQ. 
ID. No.: 1; SEQ. ID. No.: 2 : SEP. ID. No.: 3; or SEP. ID. No.: 4; r e spectively after hybridizing 
under high stringency conditions with complement of SEP. ID No.: 2 and wherein said maize 
type 3 ribosome inactivating protein has catalytic activity. 

Claim 14. (currently amended) A method of producing a transformed plant according to any on e 
of th e pr e c e ding claims claim 1 , wherein said chimaeric gene further comprises a 3 1 untranslated 
terminator sequence. 

Claim 15. (original) A method of producing a transformed plant according to claim 14, wherein 
said 3 } untranslated terminator sequence is from plant, bacterial or viral genes. 

Claim 16. (currently amended) A method of producing a transformed plant according to any on e 
ef- claim 14 or 15 , wherein said 3' untranslated terminator sequence is selected from the group 
comprising consisting of the pea rbcS E9 terminator sequence, the nos terminator sequence 
derived from the nop aline synthase gene of Agrobacterium tumefaciens and the 35S terminator 
sequence from cauliflower mosaic virus. 

Claim 17. (currently amended) A method of producing a transformed plant according to any on e 
of th e pr e c e ding claims claim L wherein said chimaeric gene comprises a transcriptional or 
translational enhancer sequence and/or a intracellular targeting sequences and introns, and/or or 
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nucleotide sequences operable to facilitate the transformation process and the stable expression 
of said chimaeric gene or combinations thereof 

Claim 18. (withdrawn) A method of producing a transformed plant according to any one of the 
preceding claims, wherein said chimaeric gene comprises a first promoter operably linked to an 
a domain of a maize ribosome inhibiting protein and a second promoter operably linked to a p 
domain of a maize ribosome inhibiting promoter. 

Claim 19. (withdrawn) A method according to claim 18, wherein said first and second 
promoters express at one overlapping target site. 

Claim 20. (withdrawn) A method according to claim 18 or 19, wherein said first promoter is the 
KNT1 promoter and the second promoter is the KNT2 promoter (SEQ. ID. No.: 18). 

Claim 21. (currently amended) A plant transformed with a chimaeric gene according to the 
method of any on e of claims 1 20, wh e r e in said chima e ric g e ne compris e s a promot e r, which 
promot e r is induc e d at and/or adjac e nt to a targ e t sit e , op e rably link e d to a coding s e qu e nc e , 
which coding s e qu e nc e e ncod e s a maize ribosom e inactivating prot e in or part th e r e of claim 1 . 

Claim 22. (currently amended) A plant cell of a plant transformed with a chimaeric gene 
according to the method of any on e of claims 1 20, wh e r e in said chima e ric g e n e compris e s a 
promot e r, which promot e r is induced at and/or adjac e nt to a targ e t sit e , op e rably link e d to a 
coding s e qu e nc e , which coding s e qu e nc e e ncod e s a maiz e ribosom e inactivating prot e in or a part 
thereof claim 1 . 

Claim 23. (currently amended) A DNA isolat e construct of a chimaeric gene comprising a 
promoter, which promoter is induced at and/or adjacent to a target site, operably linked to a 
coding sequence, which coding sequence encodes a maize type 3 ribosome inactivating protein 
or a part thereof. 
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Claim 24. (withdrawn) A DNA isolate of a chimaeric gene comprising a first promoter operably 
linked to a first domain of a maize ribosome inactivating protein and a second promoter operably 
linked to a second domain of a maize ribosome inactivating protein. 

Claim 25. (withdrawn) A DNA isolate of a chimaeric gene according to claim 24, said first and 
second promoters having one overlapping expression site. 

Claim 26. (currently amended) A biologically functional e xpr e ssion v e hicl e vector containing a 
chimaeric gene comprising a promoter, which promoter is induced at and/or adjacent to a target 
site, operably linked to a coding sequence, which coding sequence encodes a maize type 3 
ribosome inactivating protein or a part thereof. 

Claim 27. (withdrawn) A biologically functional expression vehicle according to claim 26, said 
expression vehicle further comprising a first promoter operably linked to a first domain of a 
maize ribosome inactivating protein and a second promoter operably linked to a second domain 
of a maize ribosome inactivating protein. 

Claim 28. (new) An expression vector for transformation of a plant, wherein said vector 
comprises a chimeric gene comprising: 

a) a coding sequence encoding a mature maize type 3 ribosome inactivating protein, and 

b) a target tissue specific inducible promoter operably linked to said coding sequence such that 
said mature maize type 3 ribosome inactivating protein is expressed in and/or adjacent to said 
target tissue of said plant after induction of said target tissue specific inducible promoter. 

Claim 29. (new) The expression vector of claim 28 wherein said coding sequence is SEQ ID 
No.:2. 
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Claim 30. (new) The expression vector of claim 28, wherein said coding sequence hybridizes 
under high stringency conditions with said complement of SEQ ID No.:2 and has at least 70% 
sequence homology with SEQ ID No.:2; and wherein said maize type 3 ribosome inactivating 
protein has maize type 3 ribosome inactivating protein catalytic activity. 

Claim 31. (new) A transgenic plant or transgenic plant cell comprising said vector of claims 28, 
29, or 30. 

Claim 32. (new) A transgenic solanaceous plant or transgenic solanaceous plant cell comprising 
said vector of claims 28, 29, or 30. 

Claim 33. (new) A method for producing a transgenic plant comprising transforming a plant or 
part thereof with said vector of claims 28, 29, or 30. 

Claim 34. (new) A method of conferring target tissue specific ribosome inactivation in a 
solanaceous plant, the method comprising: 

a) transforming the solanaceous plant with the vector of claims 28, 29, or 30, and 

b) allowing said promoter to be induced in and/or adjacent to said target tissue, 

whereby said promoter induction provides expression of maize type 3 ribosome inactive protein 
in and/or adjacent to said target tissue, 

wherein said expression of said maize type 3 ribosome inactive protein inactivates ribosomes in 
and/or adjacent to said target tissue. 

Claim 35. (new) A method for conferring nematode resistance of a solanaceous plant, the 
method comprising: 

a) transforming the solanaceous plant with the vector of claims 28, 29, or 30, wherein said tissue 
is selected from the group consisting of nematode feeding site cells, root tips, or root body and 
wherein the target tissue specific promoter in said vector is KNT1 or KNT2, and 

b) allowing said promoter to be induced in and/or adjacent to said target tissue, 

whereby said promoter induction provides expression of maize type 3 ribosome inactive protein 
in and/or adjacent to said target tissue, 
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wherein said expression of said maize type 3 ribosome inactive protein confers nematode 
resistance in said plant. 

Claim 36. (new) A method for rendering pollen sterility in a solanaceous plant, the method 
comprising: 

a) transforming the plant with the vector of claims 28, 29, or 30, wherein said target tissue is 
pollen, anther, or tapetum and wherein the target specific promoter is a pollen, anther, or tapetal 
specific promoter, and 

b) allowing said promoter to be induced in and/or adjacent to said target tissue, 

whereby said promoter induction provides expression of said maize type 3 ribosome inactive 
protein in and/or adjacent to said target tissue, 

wherein said expression of said maize type 3 ribosome inactive protein renders pollen sterility in 
said plant. 

Claim 37. (new) An isolated DNA construct comprising a chimeric gene comprising: 

a) a coding sequence encoding a mature maize type 3 ribosome inactivating protein, and 

b) a target tissue specific inducible promoter operably linked to said coding sequence. 
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